for divergence time estimates. Grey lines show 95% posterior intervals of key divergence time. The scale axis is in million years before the present.
Figure S4:
Haplotype network representation of MCR polymorphisms within French (this study, yellow) and Baltic Sea (dark blue) grey seals. Only one sequence per haplotype was retained for both data sets. Haplogroups belongings are indicated. Table S2 : Names, GenBank accession numbers and variable positions of MCR-haplotypes defined in this study. N: number of specimens sharing the haplotype. 
